
SEQUENCE LISTING 



ROCHE R, CORINNE 



<12 0-> N'ovel genes of Candida albicans and the proteins coded 
by these genes 

< 1 ."5 0 > 1 4 6 . 1 3 7 4 

<14 0> 0 9 '980,0 54 

4 : > 2 :-ol-ii-28 

<lr>0> ?P. 99 072 5 0 

< 1 5 I > 19 9 9-06 -09 

<150> POT/ FRO 0 / 01 567 

< 1 5 1 > 2 0 0 0-06-08 

< 1 6 0 > 3 2 

<1"0> Patentln Ver. 2.1 

<2 ic> 1 

<:::i> 747 

<;:;2> dna 

< 7 3 > Candida albicans 



;.!> CDS 

: > (1 ) . . (747) 



< 2 2 0 > 

<2 21> modi f ied_base 
<222> (136) . . { 138) 

<400> 1 

atg tea aat gac gat ata ata etc cca tea gtt tea tec tta teg aaa 48 

Met Sen Asn Asp Asp lie lie Leu Pro Ser Val Ser Ser Leu Ser Lys 

15 10 15 

eta act ata aat gat gta tea aaa tea gga ttt gga tac aat ccg tec 96 
Leu Thr lie Asn Asp Val Ser Lys Ser Giy Phe Gly Tyr Asn Pro Ser 

2 0 2 5 3 0 

ata gga eea ata tea aat act art ate eta gaa tot tea ctg gta tta 144 
lie Giv Pro lie Ser Asn Thr lie Thr Leu Glu Ser Ser Leu Val Leu 
35 40 45 



t:a aa: aaa rg: a:a ata : :a tea aca :ca a c a tea tier gac tec att 19 2 

Leu Asn Lys Arg Tnr lie Ser Leu Thr Pro Thr Ser Ser Asp Ser lie 

5 0 5 5 6 0 

tat gat aga -aat att ate aeg aaa aag tea cac gaa ate aac tta tct 240 

Tyr Asp Arg Asn lie lie Thr Lys Lys Pro His Glu lie Asn Leu Ser 

6 5 7 0 7 5 3 0 

t:g tta tea ttt ttg ttt tgt gag att att agt tgg gca cac tct aat 2 88 

Ser Leu Ser Phe Leu Phe Cys Glu lie lie Ser Tro Ala His Ser Asn 

S 5 9 0 9 5 

tec aaa ggc att eaa gat tta gaa aat cgt tta aac gga tta ggt tat 336 

Ser Lys Gly He G In Asp Leu Glu Asn Arg Leu Asn Gly Leu Gly Tyr 

10 0 10 5 110 

eaa ata ggt eaa cga tat etc gaa ttg tgt aaa ata aga gaa ggt ttt 3 84 

Gin He Gly Gin Arg Tyr Leu Glu Leu Cys Lys He Arg Glu Gly Phe 

115 120 125 

aaa aac agt aaa cga gag att aga ctt ttg gaa atg tta caa ttt att 432 

Lys Asn Ser Lys Arg Glu He Arg Leu Leu Glu Met Leu Gin Phe He 

130 135 140 

eat ggt eeg tte tgg aaa ttg att ttt ggt aaa act get aat gaa tta 480 

His Gly Pro Phe Trp Lys Leu He Phe Gly Lys Thr Ala Asn Glu Leu 

145 150 155 160 

gaa aaa teg eaa gat ttg ccc aat gaa tat atg att gtg gag aat gtg 52 8 

Gl u Lys Ser Gin Asp Leu Pro Asn Glu Tyr Met He Val Glu Asn Val 

165 17 0 17 5 

cca tta tta aat aga ttt att agt ata ect aag gag tat ggc gac tta 57 6 

Pro Leu Leu Asn Arg Phe He Ser He Pro Lys Glu Tyr Gly Asp Leu 

180 185 190 

aat tgt tea gca ttt gtt gcg ggt ata att gag gga gca ctt gat aat 624 

Asn Cys Ser Ala Phe Val Ala Gly He He Glu Gly Ala Leu Asp Asn 

19 5 20 0 205 

agt gga ttc aat gee gat gtt aca gca cac acg gtc get aca gat gca 672 

Ser Gly Phe Asn Ala Asp Val Thr Ala His Thr Val Ala Thr Asp Ala 

210 215 220 

aat cca tta aga aea gta ttt trg ate aag ttt gae gat tct gtt tta 72 0 

Asn Pro Leu Arg T h r V a I P h e L e u He Ly s Phe A s p Asp Ser Va I L e u 

225 2 30 2 55 740 



att aga gag agt ttg aga ttt gga taa 
lie Arg Glu Ser Leu Arc Phe Gly 
245 



11:> 243 
12 > PRT 

13> Candida albicans 



<~400> 2 

Met Ser Asn Asp Asp lie lie Leu Pro Ser Val Ser Ser Leu Ser Lys 

15 10 15 

Leu Thr lie Asn Asp Val Ser Lys Ser Gly Phe Gly Tyr Asn Pro Ser 

20 25 30 

l-e Gly Pro lie Ser Asn Thr lie Thr Leu Glu Ser Ser Leu Val Leu 

3 5 -10 4 5 

Leu Asn Lys Arg Thr lie Ser Leu Thr Pro Thr Ser Ser Asp Ser lie 

5 0 5 5 6 0 

Tyr Asp Arg Asn lie lie Thr Lys Lys Pro His Glu lie Asn Leu Ser 
..o 7 0 7 5 8 0 

Ser Lea Ser Phe Leu Phe Cys Glu lie Lie Ser Trp Ala His Ser Asn 

85 90 95 

Ser Lys Gly lie Gin Asp Leu Glu Asn Arg Leu Asn Gly Leu Gly Tyr 

100 105 110 

G!.n lie Gly Gin Arg Tyr Leu Glu Leu Cys Lys lie Arg Glu Gly Phe 

115 120 125 

Lys Asn Ser Lys Arg Glu lie Arg Leu Leu Glu Met Leu Gin Phe lie 

130 135 140 

His Gly Pro Phe Trp Lys Leu lie Phe Gly Lys Thr Ala Asn Glu Leu 
145 150 155 160 

Glu Lys Ser Gin Asp Leu Pro Asn Glu Tyr Met lie Val Glu Asn Val 

16 5 r ' 0 17 5 

Pro Leu Leu Asn Arg Phe lie Ser lie Pro Lys Glu Tyr Gly Asp Leu 

130 185 190 

Asn lys Ser Ala Phe Val Ala Gly lie lie Glu Gly Ala Leu Asp Asn 

195 2 0 0 205 

Ser Sly Phe Asn Ala Asp Val Thr Ala His Thr Val Ala Thr Asp Ala 

2 1 0 215 220 

Asn Pro Leu Arg Thr Val Phe Leu lie Lys Phe Asp Asp Ser Val Leu 
2 25 230 235 240 

lie Arg Glu Ser Leu Arg Phe Gly 
245 



< 2 1 2 > DNA 

<213> Candida albicans 



CDS 



ll> modi f i ed_base 
;2 > ( 577 ) . . ( 5 "9 ) 



atg gar. ate gac gat at: tta aaa gaa ttt gaa gag tct tea aaa gat 48 

Met Asp lie Asp Asp lie Leu Lys Glu Phe Glu Glu Ser Ser Lys Asp 

1. 5 10 15 

gaa aag att age age aaa aca teg tct ate aac tta tat caa gac ttg 96 

Glu Lys lie Ser Ser Lys Thr Ser Ser lie Asn Leu Tyr Gin Asp Leu 

2 0 2 5 3 0 

eta aga get atg ate aac gaa cgt atg get ccg gaa tta ttg eca tac 144 

Leu Arg Ala Met lie Asn Glu Arg Met Ala Pro Glu Leu Leu Pro Tyr 

3 5 4 0 4 5 

aaa caa gat tta atg tec act gtt tta aca atg atg tct aac caa caa 192 

Lys Gin Asp Leu Met Ser Thr Val Leu Thr Met Met Ser Asn Gin Gin 

5 0 5 5 6 0 

eaa tat tta tta gaa tct cac gaa tat ggt gat atg aat ggc gac agt 240 

Gin Tyr Leu Leu Glu Ser His Glu Tyr Gly Asp Met Asn Gly Asp Ser 

6 5 70 75 80 

ggt gta tta tee gga gac ttt aaa tta caa eta atg att ate gaa act 2 83 

Gly Val Leu Ser Gly Asp Phe Lys Leu Gin Leu Met lie lie Glu Thr 

85 90 95 

gat tta gag cgt etc aac tat att gtt ega tta tac ata cga act cga 3 36 

Asp Leu Glu Arg Lej Asn Tyr lie Val Arg Leu Tyr lie Arg Thr Arg 

10 0 10 5 110 

ttg agt aag ttg aat aaa ttt act att ttt tac ate aat gaa age agt 384 

Leu Ser Lys Leu Asn Lys Phe Thr lie Phe Tyr lie Asn Glu Ser Ser 



1 j.. D 



120 12 5 



^aa aat a a t aat 



:a ttg tec aaa gag gaa aga gat tat ata cac aaa 4 32 
Gin Asn Asp Asn Leu Leu Ser Lys Glu Glu Arg Asp Tyr lie His Lys 
130 135 140 



tat :tc -:ag atr. ttg act :aa tta tat aac aac tgt ttc etc aaa aaa 480 

Tyr Phe Gin lie Leu Thr Gin Leu Tyr Asn Asn Cys Phe Leu Lys Lys 

145 150 155 160 

eta cca :aa ate ttg acc tat. ttg gat gac acc agt ggt gga caa tea 523 

Leu Pro Gin Met Leu Thr Tyr Leu Asp Asp Thr Ser Gly Gly Gin Ser 
15 5 17 0 17 5 

atg ate gtt gag eea gat tta gac cag cc: gtg ttt ate aaa tgt acc 576 

!!e: lie Val Glu Pro Asp Leu Asp Gin Pro Val Phe lie Lys Cys Thr 

ISO 185 190 

otg gaa gtc eea ata tta eta gat tac gae ggt get aea gag at.a gat 624 

Leu Glu Val Pro lie Leu Leu Asp Tyr Asp Gly Ala Thr Glu lie Asp 

19 5 2 0 0 2 0 5 

tta gaa tta ata aaa aag gga gtc tac gtg gtg aaa tac age eta gtc 672 

Leu Glu Leu lie Lys Lys Gly Val Tyr Val Val Lys Tyr Ser Leu Val 
2 1 0 2 15 2 2 0 

aaa aga tat ate gat att gga gat gtg gta ttg ata tga 711 

Lys Arg Tyr lie Asp lie Gly Asp Val Val Leu lie 

2 2 5 2 3 0 2 3 5 



< 1 1 0 > 4 
<211> 236 
<2 12-> PRT 

*H13 - ("and Ida albicans 
<400> 4 

Met Asp Lie Asp Asp lie Leu Lys Glu Phe Glu Glu Ser Ser Lys Asp 

1 5 10 15 

Glu Lys He Ser Ser Lys Thr Ser Ser lie Asn Leu Tyr Gin Asp Leu 

2 0 15 3 0 

Leu Arg Ala Met He Asn Glu Arg Met Ala Pro Glu Leu Leu Pro Tyr 

35 40 45 

Lys Gin Asp Leu Met Ser Thr Val Leu Thr Met Met Ser Asn Gin Gin 

5 0 5 5 6 0 

Gin L/r Leu Leu Glu Ser His Glu Tyr Gly Asp Met Asn Gly Asp Ser 
6 5 70 75 80 

Gly Val Leu Ser Gly Asp Phe Lys Leu Gin Leu Met He lie Glu Thr 

8 5 9 0 9 5 

Asp Leu Glu Aroi Leu Asn Tyr He Val Ar:r Leu Tyr lie Arg Thr Arg 

13 0 10 5 110 

Leu Ser Lvs Leu Asn Lys Phe Thr He Phe Tyr He Asn Hu Ser Ser 



Gin Asn Asp Asn Leu Leu Ser Lys Glu Glu Arg Asp Tyr lie His Lys 

13 0 135 140 

Tyr ?he Gin lie Leu Thr Gin Leu Tyr Asn Asn Cys ?he Leu Lys Lys 

.14 5 15 0 155 160 

Leu Pro Gin Met Leu Thr Tyr Leu Asp Asp Thr Ser Gly Gly Gin Ser 

16 5 1 "7 C 17 5 

Met: lie Yal Glu Pro Asp Leu Asp' Gin Pro Val Pl"ie lie Lys Cys Thr 

LSD 185 190 

Leu Glu L ; al Pro lie Leu Leu Asp Tyr Asp Gly Ala Thr Glu lie Asp 

195 200 205 

Leu Gin Leu lie Lys Lys G .1 y Va 1 Ty r Y a 1 Val Lys Ty r Ser Leu Ya 1 

210 2 15 22 0 

Lys Arg Tyr lie Asp lie Gly Asp Val Val Leu lie 

215 2 3 0 2 3 5 



< 2 1 0 > 5 

< 2 1 1 > 13 8 3 
< 1 1 2 > DNA 

<213> Candida albicans 

<120> 

<1.2 1> CDS 

<l:22> (1} . . ( 1383) 

<-;oo> 

arg gat t:c a:a gga gag att ana gag cat gag aca gag gca cct aaa 4 8 

Met Asp Phe Tie Gly Glu lie lie Glu His Glu Thr Glu Ala Pro Lys 

1 5 10 15 

gaa cca acc cca aaa ccc aca att ggt gga ttc ccc gaa ctt aaa aaa 96 
G-.u Pro Thr Pro Lys Pro Thr Tie Gly Gly Phe Pro Glu Leu Lys Lys 
20 25 30 

tta aaa gaa aag aaa gtc tea aga tgg agg caa aag caa caa cag gaa 14 4 
Leu Lys Glu Lys Lys Val Ser Arg Trp Arg Gin Lys Gin Gin Gin Glu 
3 5 4 0 4 5 

cag age aca act tec cca aaa act act gaa ate cgt tea gag get tec 192 
Gin Ser Thr Thr Ser Pro Lys Thr Thr Glu lie Arg Ser Glu Ala Ser 
5 0 5 5 6 0 

aaa att cac caa gaa aat ate gag aag atg get caa atg tea gag gaa 240 
Lys He His Gin Glu Asn He Glu Lys Met Ala Gin Met Ser Glu Glu 
65 70 75 80 



a a cr a a o tta c t a aag g g *: 



aaa 2 88 



Olu He Leu Gin Olu Arg Olu 01 u Leu Leu Lys Oly Leu Asp Pro Lys 

8 5 9 0 9 5 

::a att ?aa agt :tg at: ggt aga tec aag aaa agg gaa gca aca gac 3 3 6 

leu lie jlu Ser Leu He Oly Arg Ser Lys Lys Arg Olu Ala Thr Asp 

1 j 0 13 5 110 

cat gaa cac a at gga cat get cat gaa cat gca gag gga tac cat gga 384 

His Olu His Asr. Oly His Ala His Olu His Ala Olu Oly Tyr His Oly 

111 12 0 12 5 

tgg a:t gga tea atg aaa act tet gaa gga tta aca gat tea tct caa 431 

Trp lie Oly Ser' Me: Lys Thr Ser Olu Oly Leu Thr Asp Leu Ser Gin 

1 3 C- 13 5 14 0 

tta gat aag gaa gat gtg gac egt gca ttg ggt ata agt tea tta tec 48 0 

Leu Asp Lys Olu Asp Val Asp Arg Ala Leu Oly lie Ser Ser Leu Ser 

145 150 155 160 

tta tct gaa crt gag ggt ggc agt aat acg aaa aaa gtc get tte gac 528 

Leu Ser Olu Pro Olu Oly Oly Ser Asn Thr Lys Lys Val Ala Phe Asp 

16 5 17 0 17 5 

gat aat ate aag acg gtt aaa ttt gaa gat ttg gat gat gga att gaa 5^6 

Asp Asn He Lys Thr Val Lys Phe Olu Asp Leu Asp Asp Gly He Olu 

1 8 C 18 5 19 0 

ttg gat cca aat gga tgg -gag gac gtt act gat gtc aat gaa tta gtt 62 4 

Leu Asp Pre Asn Oly Trp Olu Asp Val Thr Asp Val Asn Gl.u Leu Val 

1 9 5 2 0 0 2 0 5 

cet aat aat gat. eae att gca cet gac gat tac cag att aat cet gat 67 2 

Pro Asn Asn Asp His He Ala Pro Asp Asp Tyr Oln He Asn Pro Asp 

2 10 2 15 2 2 0 

age gat gaa gaa gga ttg aat aat act gtt cat ttt aca aaa cce aaa 7 2*) 

Ser Asp Olu Olu Oly Leu Asn Asn Thr Val His Phe Thr Lys Pro Lys 

2 2 5 2 3 0 2 3 5 2 4 0 

cag tea gat ttg gat ata aat gat cce gat tte ttt gat aag eta cat 768 

Oln Pro Asp Leu Asp He Asn Asp Pro Asp Phe Phe Asp Lys Leu His 

24 3 250 255 



Tag aaa t a ; 
Hu Lvs lv: 



g a t ttg ret aaa gaa a :: a gaa a a g ttg tea tgg 3 1 6 
Asp Leu Pro Lys Olu Thr Olu Lys Leu Ser Trp 
2 6 5 2 7 0 



aca can tta ate cca aaa :aa ttg ttt act gtt tat gaa tta ata 



• 



:•: e t T h r G 1 :: ? r o X e t P r o Ly c G 1 n L e u Ser .hr Val Tyr G 1 u S e r lie 
2 ~ 5 290 23 5 

tot gat: atg aga gac t:.: aaa gga gat ::a a:t gaa :t:g ggt cca 912 

Ser Asp >'e: Arc ?he Asp ?he Ays G Ay Asp Leu lie Glu Leu G Ay Pro 

2 9C 29: 3 1 0 

gag gga gaa gaa cca aaa gat agt cca tec gaa a:.a ccc act cat atg 960 

Glu Gly Glu Glu Pro Lys Asp Ser Ser Ser Glu lie Pro Thr Tyr Met 

3 05 310 315 32 0 

jga ctt cat rat cat teg gag aac cca cat atg gca ggt tat aca ttg 1008 

Gly Leu His Lis His Ser GLu Asn Pro His Met Ala Gly Tyr Thr Leu 

3 2 5 3 3 0 3 3 5 

ggt gag ttg gca cat tea gee aga teg act tta get gga caa aga tgc 1056 

Gly Glu Leu Ala His Leu Ala Arg Ser Thr Leu A^a Gly Gin Arg Gys 

3 4 0 3 4 5 3 5 0 

ttg age att caa aca tta ggg aga ate tta cat aaa ttg gga tta cat 1104 

Leu Ser I le Gin Thr Leu G 1;/ Arg T le Leu His Lys Leu Gly Leu His 
355 360 365 

aaa tac agt ata eta cca aaa aca gac tea gat gat cag agt ttt aca 1152 

Lys Tyr Ser lie Leu Pro Lys Thr Asp Ser Asp Asp Gin Ser ?he Thr 

370 375 330 

gat gaa ate aaa caa eta tea ctt gac ttt gaa gat atg atg tgg gac 1200 

Asp Glu lie Lys Gin Leu Ser Leu Asp Phe Glu Asp Met Met Trp Asp 

3 8 5 3 9 0 3 9 5 4 0 0 

ttg ata gac caa tta cga ate att gaa aca ata aca gag gca get gat 1243 

^ eu r[ e Asp Gin Leu Arg lie He Glu Thr lie Thr Glu Ala Ala Asp 

4 0 5 410 415 

gaa aaa aag arc aga aac tta tct gtc aga aat tat gca ata gag gca 1296 

Glu Lys Lys Thr Arg Asn Leu Ser Val Arg Asn Tyr Ala He Glu Ala 

4 2 0 4 2 5 4 3 0 

ttg tgg tta tat aga act gga ggt gga aga cca gag ata act aaa caa 13 44 

Leu Trp Leu Tyr Arg Thr Gly Gly Gly Arg Pro Glu He Thr Lys Gin 
43d 4 40 445 

ate gaa gag gat ttg ata gca caa gca gtt tag aaa taa 1383 

T :: r 2 1 u Glu Ast Leu lie Ala G 1 n A - a V a _ 2A n Ly s 



0 ^ o : 



;60 



m 



<2 10> -5 

Hll> 4 60 

<212> PRT 

<2 13> ("and i da albicans 



-4C0> 6 

Asp ?he lie Gly Glu lie lie Glu His Glu Thr Glu Ala Pro Lys 
1 5 10 15 

Glu Pre- Thr Pro Lys Pre- Thr lie Gly Gly Phe Pro Glu Leu Lys Lys 

2 0 2 5 3 0 

Leu Lys Glu Lys Lys Val Ser Arg Trp Arg Gin Lys Gin Gin Gin Glu 

3 5 4 0 4 5 

Glr. Ser Thr Thr Ser Pro Lys Thr Thr Glu lie Arg Ser Glu Ala Ser 

5:;: 55 60 

Lys lie His Gin Glu Asn lie Glu Lys Met Ala Gin Met Ser Glu Glu 
>">5 7 0 7 5 8 0 

Glu lie Leu (Ln Glu Arg Glu Glu Leu Leu Lys Gly Leu Asp Pro Lys 

85 90 95 

Lou lie Glu Ser Leu lie Gly Arg Ser Lys Lys Arg Glu Ala Thr Asp 

1 ( ' 0 10 5 110 

His Glu His Asn Gly His Ala His Glu His A^a Glu Gly Tyr His Gly 

1.15 120 125 

Trp lie Gly Ser Met Lys Thr Ser Glu Gly Leu. Thr Asp Leu Ser Gin 

130 L35 140 

Leu Asp Lys Glu Asp Val Asp Arg Ala Leu Gl.y He Ser Ser Leu Ser 
115 15 0 15 5 16 0 

Leu Ser Glu Pro Glu Gly Gly Ser Asn Thr Lys Lys Val Ala Phe Asp 

165 170 175 

Asp Asn lie Lys Thr Val Lys Phe Glu Asp Leu Asp Asp Gly He Glu 

18 0 18 5 19 0 

Leu Asp Pro Asn Gly Trp Glu Asp Val Thr Asp Val Asn Glu Leu Val 

195 200 205 

Pro Asn Asn Asp His He Ala Pro Asp Asp Tyr Gin He Asn Pro Asp 

210 215 220 

Ser Asp Glu G.u Gly Leu Asn Asn Thr Val Hls Phe Thr Lys Pro Lys 
22 5 23 0 2 35 24 0 

Gin Pro Asp Leu Asp He Asn Asp Pro Asp Phe Phe Asp Lys Leu His 

24 5 250 25 5 

Glu Lys Tyr Tyr Pro Asp Leu Pro Lys Glu Thr Glu Lys Leu Ser Trp 

260 265 270 

Met Thr Gin Pro Met Pro Lys Gin Leu Ser Thr Val Tyr Glu Ser He 

2 7 5 2 3 0 2 8 5 

Ser Asp Met Arg Phe Asp Phe Lys Gly Asp Leu He Glu Leu Gly Pro 

2 9 0 2 9 5 3 0 0 

Hu Gly Glu Glu ?r^ Lys Asp Ser Ser Ser Glu He Pro Thr Tyr Met 
3 05 310 3 15 32 0 

Gly Leu H:s His His Ser Glu Asn Pro His Met Ala Gly Tyr Thr Leu 

~5 fi 335 



_ u Leu Ala His Leu 
3 40 



.a Arg Ser Thr Leu Ala Gly Gin Arg Cys 



345 



350 



,eu Ser lie Gin Thr Leu Gly Arg lie Leu His Lys Leu Gly Leu His 



-..Hp 



3 55 



. ^ e _r/s 



Pro Lys 
375 
Leu Ser 
3 9 J 



3 50 



4 05 

Lys Lhr Arg 

42 0 

Leu Tyr Arg 



3 65 

A so Ser Asd Asd G In 



;u ^^e ,-\sp (j^n _.eu Arg . ie ^^e 



Leu Se r 



Asp ?he Glu 
3 95 

410 

YH Arg Asn 

.1 ? 7 



Gly Gly Gly Arg Pro G.^i 
4 4 0 



Thr Glu Glu Asp Leu lie Ala Gin Ala 7a 1 Gin Lys 
4 5 0 4 5 5. 4 o 0 



Ser Pre 



3 80 

Aso Met Me: 



p .-.sp 

4 0 C 

r j _l u s\ ^_ a i\ a *-\ s p 
415 

Ala lie Glu Ala 

4 3 0 

lie Thr Lys Gin 
445 



<;:10> 7 
<211> 13 3 3 

< 2 1 2 > DNA 

< 7: L 3 ■> Candida albicans 

<220> 
<12 1> CDS 



< 2 2 2 ( 1 ) . . ( 1 3 3 0 } 
<400 > 7 

atg ga:. etc ata gga gag act at a gag cat gag aca gag gca cct aaa 
Met Asp Phe He Gly Glu He Tie Glu His Glu Thr Glu Ala Pro Lys 
1 5 10 15 



gaa oca acc cca aaa ccc aca att ggt gga ttc ccc gaa ctt aaa aaa 9 6 



Glu Pro Thr 



Pro 
20 



yys Pro Thr He Gly Gly Phe Pro Glu Leu Lys 
2 5 3 0 



va aaa gaa aag aaa gtc tea aga tgg agg caa aag caa caa cag gag ±^*± 



ij „ _y „y o 



Ya 1 Ser Arg Trp Arg Gin Lys 



G^n G^n o^n ^u 
45 



cag ag: aca act 
GLn Ser- Thr Thr 



aaa act art gaa ate cat tea gag get tec 192 



Pro Lys 
5 b 



Arg Ser 
60 



A. a 3>: 



a i a a 1 1 c a c it a a ga a a a t ate gag a a g a t g g c t 
Ly s lie His G 1 n Glu Asn lie G 1 ' Ly s Me t Ala 
6 S 7 0 "5. 



caa atg tea riag gaa 
Gin Met. Ser Glu Glu 
3 0 



40 



jaa att ttg caa ga 5 eg: gag gag tta eta aag ggt zza gac cote aaa Zo-< 

GIu He Leu Gin 3 1 e Arg GIu Glu Leu Leu Lys Gly Leu Asp Pro Lys 

S 5 9 0 9 5 

:ta azz gaa age tt:j att ggz aga tec aag aaa agg gaa gca aea gac .33'".. 

Leu He GIu Ser Leu lie Gly Arg Ser Lys Lys Arg GIu Ala Thr Asp 

100 105 110 

eat gaa eae aat gga eae get eat gaa eat gea gag gga tac cat gga 3 84 

H 1 s GIu His Asn G I y His Ala His GIu His Ala GIu G ly Ty r H i s Gly 

115 12 0 125 

tgg att gga tea atg aaa act tct gaa gga tta aca gat tta tct caa 4 32 

Trp lie Gly Ser Me r . Lys Thr Ser GIu Gly Leu Thr Asp Leu Ser Gin 

13 0 13 5 14 0 

tta gat aag gaa gat gtg gac cgt get ttg ggt ata agt tea tta tee 48 0 

Leu Asp Lys GIu Asp Val Asp Arg Ala Leu Gly lie Ser Ser Leu Ser 

145 150 155 160 

tta tct gaa cct gag ggt ggc age aat acg aaa aaa gtc get ttc gac 5 2 8 

Leu Ser GIu Pro GIu Gly Gly Ser Asn Thr Lys Lys Val Ala Phe Asp* 

16 5 17 0 17 5 

gat aat ate aag acg gtt aaa ttt gaa get ttg gat gat gaa att. gaa 5^ 7 6 

Asp Asn He Lys Thr Val Lys Phe Glu Ala Leu Asp Asp Glu Lie GIu 

ISO 185 190 

ttg gat eca aat gga tgg gag gac gtt act gat gtc aat gaa tta gtt 62 4 

Leu Asp Pro Asn GLy Trp Glu Asp Val Thr Asp Val Asn Glu Leu Val 

19 5 2 0 0 2 0 5 

cct aat aat gat eae att gca cct gac gat tac eag att aat cct gat 6 72 

Pro Asn Asn Asp His He Ala Pro Asp Asp Tyr Gin He Asn Pro Asp 

2H3 215 22 0 

age gat gaa gaa gga ttg aat aat act gtt cat ttt aca aaa cec aaa 72 0 

Ser Asp Gin Glu Gly Leu Asn Asn Thr Val His Phe Thr Lys Pro Lys 

225 230 235 24 0 

eag cca gat ttg gat ata aat zjat cec gat ttc ttt gat aag eta eat 7 60 

Gin Pro Asp Leu Asp He Asn Asp Pro Asp Phe Phe Asp Lys Leu His 

2 4 5 2 5 0 2 5 5 

aaa tar tat ttt gat ttg tct aaa gaa aca gaa aag ttg tta tgg 8H 

Glu Lvs Tvr Tyr Pro Asp Leu Pro Lys Glu Thr Glu Lys Leu Ser Trp 

2-0 265 270 



atg aca rag era at? cca aaa :aa ttg t c t a c a g 1 1 tat gaa :ca ata 864 

Met Thr Hn Pro Met Pro Lys Gin Leu Ser Thr Val Tyr Glu Ser He 

2 7 5 23 0 285 

tot gat atg aga ttt gao tt : aaa gga gat tta a:: gaa ttg ago goa 912 

Ser Asp Met Arg Phe Asp ?he lys Gly Asp leu He Glu Leu Ser Ala 

2 9 0 2 9 5 3 0 0 

gag gga gaa gaa cca aaa gat agt tea ttc gaa ata cot act tat atg 960 

GLu Gly Glu Glu Pro Lys Asp Ser Ser Phe Glu He Pro Thr Tyr Met 

3 0 5 310 3 15 3 2 0 

gga ctt tat cat cat teg gag aao oca cat atg goa ggt tat aca ttg 1008 

GLy Leu His His His Ser Glu Asn Pro His Met Ala Gly Tyr Thr Leu 

3 2 5 3 3 0 3 3 5 

ggt gag ttg goa oat tta gec aga teg act tta got gga oaa aga tgc 1056 

Gly Glu Leu Ala His Leu Ala Arg Ser Thr Leu Ala Gly Gin Arg Cys 
3 4 0 3 4 5 3 5 0 

t tg age at t oaa aca tta ggg aga ata tta oat aaa ttg gga tta oat 11 0 4 

Leu Ser He Gin Thr Leu Gly Arg lie Leu His Lys Leu Gly Leu His 

3 5 5 3 6 0 3 6 5 

aaa tac agt ata eta cca aaa aca gao tea gat gat oag agt ttt aca 1152 

Ly s Tyr Ser Tie Leu Pro Ly s T h r A.sp Ser Asp Asp Gin Ser Ph e Thr 

3 7 0 3 7 5 3 3 0 

gat gaa ate aaa oaa eta tea ott gao ttt gaa gat atg atg tgg gac 12 0 0 

Asp Glu lie Lys Gin Leu Ser Leu Asp Phe Glu Asp Met Met Trp Asp 

3 8 5 3 9 0 3 9 5 4 0 0 

ttg ata gao oaa tta cga ate att gaa aca ata aca gag gca get gat 1243 

Leu Tie Asp Gin Leu Arg He He Glu Thr He Thr Glu Ala Ala Asp 

4 0 5 4 10 4 15 

gaa aaa aag aoo ag.a aao tta tot gto aga aat tat gca ata gag gca 12 9 6 

Glu Lys Lys Thr Arg Asn Leu Ser Val Arg Asn Tyr Ala He Glu Ala 
4 2 0 4 2 5 4 3 0 

ttg tgg tta tat aga act gga ggt gga aga cca gag ata act aaa caa 1344 

Leu Trp Leu Tyr Arg Thr Gly Gly Gly Arg Pro Glu lie Thr Lys Gin 

435 440 445 

acc :aa rrag gat ttg ata goa taa gta gtt tag aaa taa 1383 

Thr 3Gu Glu Asp Leu He Ala Gin Ala Lai Gin Lys 



:210> 8 

:211> 4 60 

: 2 1 2 > PR 7 

: 2 1 3 > Cand i da albicans 



400: 



As-' Pne 



,0 O 



. U r. 1 S 

10 



ilu Ala Pro Lys 

15 



Glu Pre Thr Pro Lys Pro Thr lie Gly Gly Phe Pro Giu Leu Lys Lys 

2 1 25 30 

Leu Lys G 1 u Lys Lys V a 1 Ser A r g T r p A r g Gin Lys Gin Gin Gin G 1 u 

3 5 4 0 4 5 

Gin Ser Thr Thr Ser Pro Lys Thr Thr Glu lie Arg Ser Glu Ala Ser 

5 0 5 5 6 0 

Lys lie His Gin Glu Asn lie Glu Lys Met Ala Gin Met Ser Glu Glu 

6 5 7 0 7 5 SO 

Glu lie Leu Gin Glu Arg Glu Glu Leu Leu Lys Gly Leu Asp Pro Lys 

8 5 9 0 9 5 



T.pr T 7 . 



u Ser ^eu lie Gi 
1 0 0 



1 1 - r Arg Ser Lys Lys Arg Glu Ala Thr Asp 

10 5 110 



His Glu His Asn Gly His Ala His Glu His Ala Glu Gly Tyr His Gly 

115 12 0 12 5 

Trp lie Gly Ser Met Lys Thr Ser Glu Gly Leu Thr Asp Leu Ser Gin 

13 0 13 5 14 0 



Leu Asp Lys G 
145 



Asp Val Asp Arg Ala Leu Gly lie Ser Ser Leu Ser 
15 0 155 160 



Ser 



Giu Gly Gly Ser Asn 
165 



ir Lys Lys Val Ala Phe Asp 

" 0 17 5 



sp Asr. I Id 



Lys Thr Val L\ 

180 



Phe Glu Ala Leu Asp Asp Glu lie Glu 
13 5 19 0 



A s p P r o A s n G ^ y Trp Gi 



Asp Val Thr Asp Val Asn Glu Leu Val 

2 0 0 2 0 5 



Pro .-is:'. 



His lie Ala Pro Asp Asr 



1 ^e Asn Pro Asp 



2 12 2 15 2 2 0 

Ser Asp Glu Glu Gly Leu Asn Asn Thr Val His Phe Thr Lys Pro Lys 

2 2 5 2 3 0 2 3 5 2 4 0 

Gin Pro Asp Leu Asp lie Asn Asp Pre* Asp Phe Phe Asp Lys Leu His 

2 4 2. 2 5 0 2 5 5 

Glu Lys Tyr Tyr Pro Asp Leu Pro Lys Giu Thr Glu Lys Leu Ser Trp 

2 6 0 2 6 5 2 7 0 

Met. Thr Gin Pro Me: Pro Lys Gin Leu Ser Thr Val Tyr Glu Ser lie 

2 7 5 2 8 0 2 8 5 

Ser Asp Met Arg Phe Asp Phe Lys GLy Asp Leu lie Glu Leu Ser Ala 

2 9 0 2 9 5 3 0 0 

Glu Gly Glu GLu Pro Lys Asp Ser Ser Phe Glu lie Pro Thr Tyr Met 

305 3 10 315 32 0 

Gly Leu H i. s His His Ser Glu Asn Pro His Met Ala Gly Tyr Thr Leu 

3 2 5 3 3 0 3 3 5 

GLy Glu Leu Ala His Leu Ala Arg Ser Thr Leu Ala Gly Gin Arg Cys 

3 4 0 3 4 5 3 5 0 

Leu Ser Il.e Gin Thr Leu Gly Arc lie Leu His Lys Leu Gly Leu His 

3 5 5 3 6 C 3 6 5 

Lys Tyr Ser lie Leu Pro Lys Thr Asp Ser Asp Asp Gin Ser Phe Thr 

3 7 0 3 7 5 3 8 0 

Asp Glu lie Lys Gin Leu Ser Leu. Asp Phe Glu Asp Met Met Trp Asp 

3 85 3 90 3 95 4 00 

Leu lie Asp Gin Leu Arg lie lie Gin Thr lie Thr Glu Ala Ala Asp 
405 410 415 

Glu Lys Lys Thr Arg Asn Leu Ser Val. Arg Asn Tyr Ala lie GLu Ala 

4 2 0 4 2 5 4 3 0 

Leu Trp Leu Tyr Arg Thr Gly Gly Gly Arg Pro Gin lie Thr Lys Gin 

435 440 445 

Th r Glu Glu Asp Leu lie Ala G 1 n A 1 a Va 1 Gin Ly s 



z z n Z 
DXA 



:22> c ) . . (2262) 
- 2 0 > 

-21' mod i. f ie-i_base 

:22- (10^3) . . (1095) 



:22 1 ■> mod i f ied_base 
: 2 2 2 > ( 1 3 2 8 ) . . ( 1 S 3 0 ) 



a:g gca gca go a oca oca cca cca gcg aaa aac cag ggt aag gca aaa 4 8 

Met Ala Ala Ala Pro Pro Pro Pro A. la Lys Asn Gin Gly Lys Ala Lys 

1 5 10 15 

cag cat git a-:: a ggi gcc agg ttc cgt cag cga aaa ate teg gta aag 96 

Gin His Val Thr Gly Ala Arg Phe Arg Gin Arg Lys lie Ser Val Lys 

2 0 2 5 3 0 

cag ccc iig act at:, lat aaa cag aga gac eta cci act eta gat age 144 

Gin Pro Leu Thr lie Tyr Lys Gin Arg Asp Leu Pro Thr Leu Asp Ser 

3 5 4 0 4 5 

aat 'jag tia gag cci agt caa gtc cat cat tta aat let aat gcg tea 192 

Asn Glu Leu Glu Pro Ser Gin Val His His Leu Asn Ser Asn Ala Ser 

5 0 5 5 6 0 

tea ica ica aca caa. caa ccg aga gac eti cat gca gtt gaa act ggg 240 

Ser Ser Ser Thr Gin Gin Pro Arg Asp Leu His Ala Val Glu Thr Gly 

65 70 75 80 

gtt ;iac aag aat gag gaa gag gaa gtg cat ctt cag caa gtt ate aat 288 

Val Asp Lys Asn Glu Glu Glu Glu Val His Leu Gin Gin Val lie Asn 

8 5 9 0 9 5 

act ura caa aaa gca tit ttg ggt teg aaa aaa gaa gaa aaa age agt 336 

Ala Ala Gin Lys Ala Leu Leu Gly Ser Lys Lys Glu Glu Lys Ser Ser 

10 0 13 5 110 

c: a ~~ a t c: t a t a t ' c c f aca f e o o a c rr c t t c c a cr a 3 t. a tec ccc g a g gca 3 8 ^ 



Asp Met: Tyr He Pro Thr Pro Asp Ala Ser Arg lie 



Trp Pro Glu A] 
12 5 



cac aa-: tat. tac aag gat caa aac 



tyr 



.3 3 



-ys sp 



1 3 5 



aag cag oca gag aca oat ate 



o/3 



14 0 



13 2 



agt gcg aca gta gag gae aca gtg ggt gtg gag tac aat ate 4 8 0 



150 



:r .a^ o^y 'j_u ^yr >i.sn Met 

15 5 16 0 



gae gag 

Aso Glu 



gat gaa aag 



tat aga gag aca eta tgc aag tac tat 5 2 3 



Va I Asp Glu lys Phe Tyr Arg Glu Thr 
16 5 17 0 



Cys Lys Tyr Tyr 
1"5 



ccc aaa aa? aaa aac aag tea gat gag aac aat cga aag tgt act gaa 
Pro Lys Lys Lys Asn Lys Ser Asp Glu Asn Asn Arg Lys Cys Thr Glu 



180 



185 



1 9 0 



ttg gag ttt gaa aca ate tgt gae aag ttg gaa aag ace att gaa gca 62 4 



_.eu Glu Phe Glu 
1 5 5 



lie Cys Asp Lys Leu Glu Lys Thr lie Glu Ala 



2 0 C 



20: 



eg a caa eeg ttt ttg tct atg gae 
Arg Gin Pro Phe Leu Ser Met Asp 



2 10 



2 15 



ccc age aac att eta teg tac gag 
Pro Ser Asn lie Leu Ser Tyr Glu 
220 



teg tac att gtg gat cag 



aaa agt gca gtg aaa aca 



Glu Leu Ser Ser Tyr lie Va 1 Asp Gin Phe Lys Se 



230 



23 5 



Ala Va 1 Lys Thr 
2 4 C 



7 7 0 



age aac cce 
Ser Asn Pre 



tat att gtt ace aat ggt ggg aat eta gag tat ata teg /63 



Tyr He Va 1 Thr Asr 
24 5 



iLy Gly Asn Leu Glu Tyr lie Ser 



2 50 



255 



aeg ae 



:ta aaa gag aga ttg teg aag gaa ata aag tat gaa 



Thr Ala Leu Lys Glu Arg Leu Ser Lys Glu He Lys Tyr Glu Pro 



2 60 



265 



270 



8 16 



g 1 1 

Va 1 



att ttt gat 
He Phe Aso 



aag aac caa atg 
Lys Asn Gin Met 
28 0 



tee aca agt gcg gtg aga 
Ser Thr Ser Ala Va 1 Arg 
285 



8 64 



ttt j a it 
Phe 21u 

2 95 



ttt gge aga c:t gtt tat gat tat 



Pro 
30 0 



Aso -:s 



9 1 



a a e ;t a o a j a aaa ata Jaa a. g :-i aa( 



iaa amr ati 



c a o ccc ata 



9 'i D 



eys r^e u^i 
310 



.ys Gly Lys Thr lie Glr 
315 



32C 



aaa :tt gag gat aac teg aa: gaa aag gaa aac gac aat g<: 



Phe Glu Asp Pro Asn Ser 
325 



s n 



Glu 
3 30 



Lys Glu Asn Asp Asn Asp 
33 5 



10 0 3 



tat ata tgt 
Tyr He Gys 



ttc aga cga eg: gag ttt agg caa gca aga aag acg 
Phe Arg Arg Arg Glu Phe Arg Gin Ala Arg Lys Thr 



j 4 D 



350 



1 0 5 ' 



aga aga gec gat aca att ggt gca gag aga at.a aga ctg atg caa aa';/ 1.10 4 



A i a 
35 5 



.y Ala Glu Arg lie Arg ^eu Met Glr. Lys 



3 60 



365 



ttg cac 
370 



gca eg: gat ttg ata atg agt gtt agt gaa aga gac 1152 



A r g A 1 a A r g A s p Leu I ' 
37 5 



Ser Val 
380 



Jer Glu Arg Glu 



ate 
.1 le 
3S5 



etc aaa 
Leu Lys 



gac aat ttt caa gca gag eat gaa ttg ttt aaa gc 



Asp Asn ?he Gin Ala Glu 
3 90 



lis Glu Leu ?he Lys Ala 



3 95 



4 0 0 



1 2 0 0 



<^gg :gc get ace aag get tgt aag agg gag etc aat ate aag ggt gac 124 3 
Arg Gys Ala Thr Lys Ala Gys Lys Arg Glu Leu Asn lie Lys Gly Asp 



4 0 5 



4.1 0 



4 15 



gaa tae ttg 



■g eat aaa aag aag aaa att gtt egt act ga-= 



GLu Tyr Leu Phe ?he Pro His Lys Lys 



42C 



425 



ys lie Val Arg 
43 0 



Tnr G.r. 



gat gaa gaa agg gag aag aag aga gaa aag aag aag caa gae caa ga-5 



Asp Glu Glu A rg Glu Lys Lys Arg 
43 5 44 0 



u r s Lys Gin Asp Gin Glu 
445 



13 44 



:tt gca etc 
jeu Ala Leu 
450 



aag caa caa caa gca 
Lys Gin Gin Gin Ala 



;a cag caa cag eag caa caa cca 
;u Gin Gin Gin Gin Gin Gin Pro 
460 



13 0 2 



cca caa cca cca caa caa gca 



Pro 
4 5 5 



Pro Pro Gin 



470 



cca tea aaa caa gat ggt aca tea acg 144 0 



Ala Pro Ser Lys Gin Asp Gly Thr Ser Thr 



4^5 



48 0 



age 
Ser 



caa ect tat gtc aaa etc cca 



;35 



■oa aaa gtt cca gat atg gat 



Pro Pro Ala Lys Val Pro Asp Met Asp 
4 ^ n 4 9 5 



1483 



aaa aac it a a a c c a t c aaa idj b 



500 



5 e r Leu V £ 



50 5 



,ys Asn Glu Thr 
510 



t c 5 a a a a a 



- -4 -J - ^ 



ec aaa aga aa? gaa :ac gar aag gga 1^8^ 



^eu A rg 

52 3 



Arg Ays G- 



■i s tt> ^ys 1 j ^ y 



As r 



5 30 



t it aca aas g 



Asp Asp ? ro 
535 



u. cac 
r r 



n Pro ?he Phe As 
5-10 



tc ga: arc :ca 
lie 3 e r 



. 0 3 2 



acc a at: agg gc r 
Thr Asn Ar^ A La 



raa gag ttg age cat att ccg cac :cg :cc ate gcg 1080 



5 50 



_.eu Ser His lie Pre* Tyr 3er Ser lie Ala 
5 5 5 5 6 0 



gee aea rac tat eac eaa tte aae aoa teg aae tae atg aae gae eaa 17 2 8 
A la T h r H l. s Ty r His Gin ? h e Asn T n r Ser As n Ty r Met Asn Asp Gin 



5 65 



57 0 



5 7 5 



aaa aag eta ett gaa gag aaa aaa eet tta cot ggt gta aaa acg 

ys Pro Lee Pro Gly 7a 1 Lys Thr 



Leu Lys Lys Leu Leu Glu Glu Lys 
5 8 0 



590 



1 V'6 



ttt teg ggt net aac ggg gag ttg gta oca teg aag gca ttt cca eat 1&24 
Phe Leu Gly Ser Asn Gly Glu Leu Val Pro Ser Lys Ala Phe Pro His 



6 0 0 



60 5 



ttg etg teg ttg ett gag gaa aag tat aag geg aea agt ggg tat a: 



6 10 



Leu Glu Glu Lys Tyr Lys Ala Thr Ser Gly Tyr lie 
615 6 2 0 



i 8 7 2 



gaa ega 



:g eaa age 



Glu Arg Leu Leu Gin 



be r 
63 0 



g t g 'jag a e g caa gat 1 1 1 agt tea t a e ace 
Val Glu Thr Gin Asp Phe Ser Ser Tyr Thr 



635 



6 4 0 



192 0 



a a t g g e 1 1 1 a a a gat g 1 1 gag cca aaa gaa aea a a t gaa e c t g : 



Asn G L y ? h e L y s Asp 
64 5 



Val Glu Pro 



_ys ijiu 

6 50 



Asn Glu Pro Va 1 Me" 
6 5 5 



1 9 6 3 



Ala Phe Pro < 



ag .aga 
In Ara 



rat 
Arg 



ra aga gtg 
-g Arg Va 1 
6 6 5 



-jc get ggc 



at 
Arg 



.--via 'jiy 

67 0 



agg 
Arg 



2 0 i 6 



ttg gae eac eag eaa gag ta 
Phe Leu Asp His Gin Gin G'. 
6 ^ 5 



:g caa erg aat ttt eag eaa ga-: 



pyr Pro Gin Pr 

6 3 0 



Asn Phe 
68 5 



;ln G in Asp 



2 0 6 4 



aaa gag g a v 



.90 



, ci ^ 'j _ V -j -i. 



lie Pro A s pi Va I Ty r C y s Ly s G 1 u Asp Ala 
6 9= 7 0 0 



a 1 1 aaa cga tta -rag tea aag tag aag t to gat aca gaa tat aaa aca 216 0 



Arc Leo 



, r s ? L e A s "D 



i'yr ^vs 



5 ro ?he Ser 
725 



;ca aag ttg aat ggt att ag: cr 



j e u A s o ? ro S e r 



-3 0 



Tie Ser 
73 5 



J 0 8 



:aa teg a: 
gin Ser I ] 
74 0 



?gg tet atg ttg ttg aat aga aca cat 
jly Ser Met Leu Leo Asn Arg Thr Arg 



7 4 5 



750 



2 d b 



:2I0> 10 

: 2 1 1 > 7 5 3 

:212> ?RT 

:2 1 3> Candida albicans 



2262 



<400> 10 

Met Ala Ala Ala Pro Pro Pro Pre- Ala 



G 1 r. H i s '/a 1 Thr G 1 y A 1 a Arg 
2 0 

Gin Pro Leo Thr He Tyr Lys 
3 5 



Phe 

Gin 
4 0 
Va 1 



As n Glu Leu G 1 u Pro Ser Glr 
5 0 5 5 

Ser Ser Ser Thr Gin Gin Pro Arg 

6 5 7 0 

V : il Aso Lvs Asn Glu Glu Glu Glu 



Al a Gin Lys Ala Leu Leu 

100 

Met Tvr lie Pro Thr ? r o 
115 

r y r T y r L y s Asp Glr. 



Asp 

1 0 f ! 



Asp 

Val 

Ser 
105 
Ala 



13 0 

Phe Ser Ala Thr Val 
1 5 0 



T, v c; ^h 



Lys 
1 0 
Gin 



Asn Gin Gly 
Ara Lys lie 



Arg 

2 5 

Arg Asp Leu Pre; 



His H^s Leu 



Mrs 
9 0 
Lvs 



His 
7 c > 
Leu 



Asn 
6 0 
Ala 



Thr 
4 5 
Ser 



J V ^ 1 J - J- J -i 



Ser Ara 



Phe Lys G^n 



Aso Tnr Va i 



o^y 

1 =: c, 



Pro 
14 0 
Val 



_vs _.\'S ^ys 



G~u o.'s Phe tyr ^rg o^u 
165 1"0 
Asn Lys Ser Asp Glu Asn 



Ser 
3 0 
Leu 



Ala 
15 
Val 



Asp Ser 
Asn Ala Ser 



Val Glu Thr G 



^o/s 
110 



He 
9 5 
Ser 



.2 5 



Glu Ty: 



3 0 
Asn 



:-o Glu Ala 
ir Tyr' I le 

Asn Met 

160 



Lys Cys 



Phe 



2 10 

:,eu Ser 



. r.r He e vs Asr 



Let 



?he Leu Ser Met A 5 r ■ Pro Se: 



Z Z D 

Se r 



oer r/r He ^sp 

2 3 J 

Tyr lie 7a 1 Thr Asr. G 



.r Plu: 



.-.sr. _ ^ e 
22 0 
Lys Ser 
2 - 5 



1 9C 1 
Thr lie 
2 0 5 

Leu Ser 
A 1. a Va I 



irir x'nr A.^a Leu Lys Glu Arg Leu Ser 



Prie Va 1 Th:r 
2 7" 

p>-,j He Pro L 
2 9 0 

3 1 ) ~ 

Leu Lvs Phe G 



2 >• C 1 

r .'. e Phe 



2 0 7 

Asp — >ys ^sr. Glu 



-s Leu Phe Gl u Leu Phe 

■g Lys I le Gl u Arg Lys 
3 1 0 

u Asp Pro A sr. Ser A s n 
32 5 



j iy /Asn ^eu 
2 5 "J 

lys Glu lie 



Arg Pro 
300 



Pro Tyr lie Gys Phe Arg Arg Arg Glu Phe Arg Gin 



34 0 



345 



Arg Arg Ala 

3 55 

Ser Leu His 

3 ' ■ 0 

I le Leu Lys 

3 8 5 

Arg Gys Ala 
Glu Tyr Leu 

Asp Glu Glu 

4 3 7 

Leu Ala Leu 
4 5 0 

Pro Gin Pro 

4 6 ~- 

Ser Gin Pro 



Asp Thr lie Gly Ala Glu 

3 6 0 

Arg A^a Arg Asp Leu He 

^ 7 5 

Leu Asp Asn Phe Gin AI a 
3 9 0 

Thr Lys Ala Gys Lys Arg 

4 0 5 
Phe Phe ? 
42 0 

Ara Glu 



Arg lie Arg 

Met Ser Val 
3 80 

Glu His Glu 

3 9 5 

Gl u Leu Asn 



A 1 a 



Phe 



\ a J 
51: 
Asr 



.30 



His Lys ^ys 

4 : 5 

ys Lys Arg Glu 

4 4 0 

Lys Gin Glu Gin Ala Leu 

4 5 5 

Pro Gin Gin Ala Pre Ser 
4^0 

Tyr Val Lys Leu Pre- Pro 
4 85 

Val Ser Leu Val Leu Lys 
5 0 0 5 0 5 

Leu Glu Lys Leu Arg Lys 

5 2 0 

Leu Thr Asp Asp Pre- Tyr 

5 35 

Ala Glu Glu Leu Ser His 



He 



Lys Lys Lys 

Gin Gin Gin 
460 

lys Gin Asp 
4" 5 

Ala Lys Val 
4 9 0 

Glu Lys Asn 

Arg Lys Glu 

Gin Pro Phe 
540 

lie Pro 
5 s 7 



^ys Tnr 
"> 4 f 1 



Glu Tyr I le Ser 
2 7 5 

Lys Tyr Glu Pro 

') 7 fi 

Ser Al a Va 1 Arg 
2 3 5 

ILal Tyr Asr- His 



Lys Thr 
3 5 

Lvs Glu 



He Gin 



5 ro l.'ir 

3 ; o 



Asn Asp Asn Asp 
33 5 

A 1 a A r g Ly s Th r 
3 50 

Leu Met Gin Lys 
3 65 

Ser Glu Arc Glu 
Leu Phe Lys Ala 



:le Ly; 



Asr. 



41 = 

Val Arg Thr- Glu 
43 0 

Gin Asp Glu Glu 
445 

Gin Gin Glu Pro 

Gly Thr Ser Thr 
480 

Pro Asp Met Asp 

4 9 5 

Glu Thr He Lys 
5 10 

His Asp Lys G ly 
52 5 

Phe Asp He Ser 



Tvr Ser Se: 



1 e .-a l a 

5 6 0 



^er .-.sr. 



Met .-.sr. .-.sp 



5 6 5 



O 1 

6;.: 5 



A".. a Phe 
Phe Leu 

Th r Asp 

6 9 0 



Asp 
6 75 
Arc 



Thr Gl\ 



Leu 
580 



5 95 
S e r 



1 j ^ ^ 1 j ^ 



(An 
6 i- 0 
His 

Va 1 



r s Asp 
6 4 5 
Arc 



.^er 

6 30 
Va 1 



615 
Va 1 



^ys Arg Le\ 



Pro Pne 



Glr. Gin G 

Gly G Ly 

G 1 n S e r 
71 0 
u 



lie 
695 
Lys 



Ser Thr Gin 3 



4 0 



Ser 
72 5 
I le 



6 0 0 



L e Arq Ara 



Tyr 
6 8 0 
Pro 



Asp Pro 
Arg ?he Gly 



5 7 0 5 7 5 

Lys Pro Leu Pro Gly Va 1 Lys 

5 3 5 5 9 0 

Val Pro Ser Lys Ala Phe Pro 
6 0 5 

Tyr Lys Ala Thr Ser Gly Tyr 
62 0 

Thr Glr. Asp Phe Ser Ser Tyr 
635 

Lys Glu Thr Asn Glu Pro 
650 

Arg Va I. Gly Arg A la Gly 

6 6 5 6 7 0 

Pro Glr. Pro Asn Phe Gin Gin 
63 5 

Asp Val Tyr (lys Lys Glu 
7 0 0 

Lys Phe Asp Thr Glu Tyr 

7 15 

Ser Lys Leu Asn Gly lie Ser 
7 3 0 7 3 5 

Ser Met Leu Leu Asn Arg Thr 

7 4 5 7 5 0 



v a -l 
655 
Arg 



Lys 



i nr 
640 
Met 

Val 

Asp 

Ala 

Thr 
72 0 
Pro 

Arg 



Lvs 



< ; i o > li 

<ill> 4 47 
< 1 1 2 > UNA 

<113^ Candida albicans 

< ; 2 o - 

<::21-> CDS 

< 1 2 2 > ( 1 ) . . (44" ) 

<400- 11 

a*;g :ca gat a*:, a gat. at a gat aat gta eta aat tta gaa gaa gaa caa 

Met Ser Asp I l.e Asp lie Asp Asn Val Leu Asn Leu Glu Glu Glu Gin 

1 5 10 15 



tat gaa tta gga ttt aaa gaa ggt caa ata caa gga aca aaa gat caa 
Tyr Glu Leu Gly Phe Lys Glu Gly Gin lie Gin Gly Thr Lys Asp Gin 
2 0 2 5 3 0 



96 



tat tta g a a 



aaa aaa tat aat tat :aa act gga ttt caa cga ttt 14^ 



j ^ y 

4 0 



y Phe 2 m 
4 5 



tta att act ggt tat: att caa gaa tta atg aac 



tag tta tec cat 



-eu Met Lys Phe Trp Leu Ser His 
6 0 



19 



: a :a: 
_e As:j 



a<n _ actC 

7 0 



;gg aat cat etc aat aat 



ber ber ber _eu nra ^sr: 



^eu .-.sr. .^.sr. 

80 



.;g iai gat att atg gca caa at: 



e r - 



ata acg aat gga gat aaa gaa 
Thr Asn Gly Asp Lys Glu 



9 0 



cr t gaa. aat 



gaa aaa aat att aaa aag gca aga aat aaa tta aga 3 3 



u Asp> Tyr Glu Lys Asn lie Lys Lys Ala Arg Asn Lys Leu Arg 



100 



1 0 5 



110 



gtg ata get agt ata act aaa gaa act tgg aaa att gat tea ttg gat 3 i 
Val He Ala Ser He Thr Lys Glu Thr Trp Lys He Asp Ser Leu Asp 



12 0 



12 5 



aat ttg gtg aaa gaa gta ggt gga act tta caa gtt agt gaa aac ccc 4 3 
Asn Leu Val Lys Glu Val Gly Gly Thr Leu Gin Val Ser Glu Asn Pro 
130 135 140 



gat gat atg tgg tga 
Asp Asp Met Trp 



44 



:110> 12 
utl 1 > 1 4 S 
; :: 1 2 > ?RT 

ti!3> Candida albicans 



< 4 0 0 > 12 

Met Ser' Asp lie 



Asp He Asp Asn Val Leu Asn Leu Glu Glu Glu Gin 



,eu Gl: 



jly Phe Lys Glu Gly Gin lie Gin Gly Thr Lys Asp Gin 



30 



Tyr Leu Glu Gly Lys Glu Tyr Gly Tyr Gin Thr Gly Phe Gin Arg Phe 



35 

lie lie Gly Tyr II 

5C 

Asr Gin Tvr 



4 0 



4 5 



Gin Glu Leu Met Lys Phe Trp Leu Ser His 

5 5 6 0 

n Asn Ser Ser Ser Leu Arg Asn His Leu Asn Asn 

- ■) "5 80 



As d - 1 e Me t Ala G 1 n lie S 



T h r Asn G 1 y A s p 



9 0 



'al Gl u Asp ;yr Glu lys A sr. - le lys lys Ala Arg .A sr. Lys Leu Arc 

:oo : c 5 no 

T al lie A.la Ser lie Thr Lys Glu Thr Trp Lys lie Asp Ser Leu Asp 

115 12 0 12 5 

•.sr. Leu Ya 1 Lys Glu Val Gly Gly Thr Leu Gin Val Ser Glu Asn Pro 

130 135 140 

iso A so Met Tri:> 



2 1 0 > 13 

1 •> 0 6 6 

2 > DMA 

3 - C a r.d i da albicans 



<22 1 » CDS 

< 2 2 2 > ( 1 ) . . ( 9 6 6 ) 



<400> 13 

atg ggt aaa aga aga gta gat gaa gaa tct gat tea gat att gat gtt 48 

Met Gly Lys Arg Arg Val Asp Glu Glu Ser Asp Ser Asp lie Asp Val 
1 5 10 15 

aqt tea acc gat tea gaa act gaa tta gaa age aea caa caa caa caa 96 



Uj.1I U J- . 1 



Ser Ser Thr Asp Ser Glu Thr Glu Leu Glu Ser Thr Gin G 

2 0' 2 5 3 0 

caa caa caa gaa ggt get act aca att caa gaa act gtt gat gtt gat 144 

Gin Gin Gin Glu Gly Ala Thr Thr lie Gin Glu Thr Val Asp Val Asp 

3 5 4 0 4 5 

ttt gat ttt ttt gat tta aat cct caa att gat ttc cat get act aag 192 

Phe Asp Phe Phe jAso Leu Asn Pro Gin lie Asp Phe His Ala Thr Lys 

5 0 5 5 6 0 

aat ttt tta aga caa tta ttt ggt gat gat aat gga gaa ttt aat tta 240 

Asn Phe Leu Arg Gin Leu Phe Gly Asp Asp Asn Gly Glu Phe Asn Leu 

6 5 7 0 7 5 8 0 

act gaa ata gec gat tta att tta rga gaa aat tec gtg ggg aca tea 288 

Ser Glu lie .Ala Asp Leu lie Lej Arg Glu Asn Ser Val Gly Thr Ser 

90 95 



a a 3 act 



. t g gaa a g t ga t :ca ttt gc a att 1 1 a a g t g t < 
:e: Glu Ser Asp Pre Phe Ala lie Leu Ser Ya 



t L L a. a . 

;le As: 



t a ci C t 3at flat 



::a aat gtg gcc gtg art aaa caa ttg at 



Asn Asn Leu Asn Va I Ala Vai lie Lys Gin Leu lie 



384 



13 0 



•tt tea aat. aaa acc aaa 
:le Ser Asn Lys Thr Lys 
13 5 



aaa act aaa t *:. c aat a 1 1 at' 



be: „ys 



140 



Phe Asr 



:g aaa aaa ttg tta acc aat cag aac gat act act aga gat agg aaa 
?u Lys Lys Leu Leu Thr Asn Gin Asn Asp Thr Thr Arg Asp Arg Lys 
15 150 155 16 0 



48 0 



ttt aaa act gga tta ata att agt gaa aga ttt. ata aat atg cca gt c 



Phe Lvs 



Leu lie lie 
1 6 



Arg Phe lie Asn Met Pro Va 1 



17 0 



17 5 



gaa gtg a 
Glu Val 1 



izg tat ac.a atg ctt tta caa gaa atg gaa aaa 



le Pro Pro Met 
1 3 0 



.yr 



Met Leu Leu Gin Glu Met Glu Lys 



13: 



190 



get gaa gat get cat. 



gaa aat tat gaa ttt gat tat ttt tta att ata 624 



Ala Glu Asp Ala His Glu Asn Tyr Glu Phe Asp Tyr Phe Leu lie lit: 



195 



2 0 0 



2 05 



tea aga gtt tat caa tta gtt gat cca gtg gaa aga gaa gat gaa gat 
Ser Arg Val Tyr Gin Leu Val Asp Pro Val Glu Arg Glu Asp Glu Asp 



2 10 



2 15 



22 0 



6 7 2 



cac gaa aaa gaa tec aat cgt aaa aag aag aac aag aat aag aag aag 



His Glu Lys Glu Ser Asn Arg 



22 5 



230 



jys Lys Asn Lys Asn Lys Lys Lys 



23 5 



240 



• 2 0 



aaa ttg get aat 
Lys Leu Ala Asr 



aat gaa 
Asn Glu 
24 5 



: a a a a 

~o Lvs 



:ca ata gaa atg gat tat ttt cat 



Pro lie Glu Met Asp 
2 50 



Phe H:.s 



'6 3 



gat :aa at 
Asp Gin I] 

2 5 0 



:g gaa tea a .at act :aa 
?u Glu Ser Asn Thr Gin 



ttt aaa gga ata 
Phe Lys Gly lie 
270 



gaa tat aat aat gaa aat aaa caa gaa aca gat. tea aga aga gta ttt 364 



Glu Tyr Asn Asn 



Asn 



^ys bin 

280 



Thr Asp Se> 



Arg Arg Val Phe 
235 



G 1 u T v r j 1 v lie Asp Pro 



agt tta at 
Ser Leu 



3 jO 



tta at: 
L^u ll* : 



gat aaa 
A st) Lys 



gat aat 1 1 a get aaa tea gt e att gaa atg gaa caa caa ttc cca ret 960 

A s p As n L en A. I a A y s Ser A 7 a 1 lie 3 1 u Met A 1 u 3 1 n 3 1 n Phe Pre Pro 
V05 310 315 320 

;:a na 966 
Pro 



212- PRT 

2 2. 3 * C and i d a albicans 
<400> 14 

Met. Gly Lys Arg Arg Val Asp Glu Glu Ser Asp Ser Asp lie Asp. Val 

1 5 10 15 

Ser Ser Thr Asp Ser Glu Thr Glu leu Glu Ser Thr Gin Gin (3 In Gin 

2 0 2 5 3 0 

■3 In Gin Gin Glu Gly Ala Thr Thr He Gin Glu Thr Val Asp Val Asp 

3 5 4 0 4 5 

Phe .Asp Phe Phe Asp leu Asn Pro Gin Tie Asp Phe His Ala Thr lys 

5 0 5 5 6 0 

Asn Phe Leu Arg Gin leu Phe Gly Asp' Asp Asn Gly Glu Phe Asn leu 
6 5 7 0 7 5 3 0 

Ser GLu lie Ala Asp leu lie leu Arg Glu Asn Ser Val Gly Thr Ser 

8 5 9 0 9 5 

He Ays Thr Glu Gly Met Glu Ser Asp Pro Phe Ala He Leu Ser- Val 

LOO 105 110 

Tie Asn Leu Thr Asn Asn Leu Asn Val Ala Val lie Lys Gin Leu lie 

115 12 0 12 5 

Glu Tyr He Ser Asn Lys Thr Lys Ser Lys Thr G~u Phe Asn He lie 

130 135 140 

Leu Lys Lys Leu Leu Thr Asn G In Asn As pi Thr Thr Arg Asp Arg lys 
: 4 5 15 0 15 5 : 6 0 

Phe lys Thr Gly leu Lie lie Ser Glu Arg Phe lie Asn Met. Pro Val 

165 170 175 

Glu Val lie Pro Pro Met Tyr Lys Met Leu Leu Gin Glu Met. Glu lys 

1 8 0 18 5 19 0 

Ala Glu Asp Ala His Glu Asn Tyr Glu Phe Asp Tyr Phe leu He He 

195 2 0 0 205 

Ser Arg Val Tyr G In leu Val Asp Pre- Val Glu Arg Glu Asp Glu Asp 

2 10 2 15 22 0 

Hls Glu lys Glu Ser Asn Arg lys lys lys Asn lys Asn lys lys lys 
225 230 235 240 

lys leu Ala Asn A sr. Glu Pro lys Pre- He Glu Met Asp Tyr Phe His 
24 1 250 25d 



leu Glu Ser Asn Thr Gin Phe lys Gly He Phe 




7 h r j I u 1 y r 3 1 y 1 1 e A s p 

2 90 



Asp Asn Leu Ala Lys Ser 
3 0 5 310 

3 ") 



265 

Lys Gin Glu Thr Asp 
280 

Pro Lys Leu Ser Leu 

295 

Yal He Glu Met Glu 
315 




270 

Ser Arg Arg T 7al ?he 
285 

lie Leu He .Asp Lys 

300 

Gin Gin ?he Pro Pro 
32 0 



< 1 L 0 > 15 

1. 1 > 3.:0 
<2 12 - d;;a 

<213> lindida albicans 



oaatttattc atggtccgtt ctggaaattg atttttggta aaactgctaa tgaattagaa 60 

aaarcgcaag atttgcccaa :gaata:atg attgtggaga atgtgccact attaaataga 120 

:::a';tagta :acctaagga gtatggcgac ttaaattgtt cagcat:tgt tgcgggtata 18 0 

a^tgagggag cacttga:aa "ag:ggattc aatgccgatg ttacagcaca cacggtcgct 240 

acagatgcaa atccattaag aacagtatt: ttgatcaagt ttgacgattc tgttttaatt 3 00 

agagagagt: :gagat::gg 32 0 



2 ■> 5 

d: :a 

Candida albicans 



1.'". 



CT 




catg 


* 7 7 


ggtgacrcag 


agcgcc 


:caa 


ctatattgtt 


cgatcacaca 


tacgaactcg 


6 0 


a 




g^g-- 


aag 


::gaataaat 


7 tac ta 


7777 


ttacatcaat 


gaaagcagTc 


aaaatgacaa 


120 






<a r 7 g 


7CC 


aaagaggaaa 


gaga 7 7 


a7a7 


a c a c a a a 7 a t 


7 tccagat 77 


tgac tcaa: 7 


ISO 


a 


:.a 


7 a a c 


aac 


tgt7tcctca 


a a a a a c 


7acc 


acaaatgttg 


acctac 7 tgg 


argacaccag 


24 0 




-79 


tgga 


:aa 


t caatga:-:g 


1 1 gage 


caga 


tttagaccag 


cctg7g777a 


tcaaa 


2^5 



< 1 1. 1. > 

<2 1.2 •> 

< ^ l .? ■* 



<i: 3> L' 

< ; \ ; > ;., 2 

< 1 1 2 > d: JA 

< 2 1. 3 > G a n d i da albicans 
<40 1" 

a:c:ct^ata tgagatttgg c:::aaaggc gattetaattg aattggzrtcc agtgggagat 6 0 
gcacca^.iag atagtt.catc egacataegt actcatatgg gac tccatca tcattcgaag 12 0 
accccd-dza tggcaggtta racattgggt gagttggcci: atttagrcag atcgacttta 180 
ecteeacaaa garget vgag eatteaaaca t t agggagaa rctrccataa attgggatta 240 



:aa * 



lata r d 
:ac::g 



y:a:a::a:: aaarca^c:: aatgattaga gttttacaga tgaatcaaaa 3 00 
artttgaaga tagatgtggg a::tga:aga ccaactacga atcattgaaa 3 0 0 
^:ag:taa: ^aaaaaaaaa c: 3 .'2 



•-: 2 2 ) > 


: 3 








3 3 5 








Car.d: 


. :i a a .o: "in 


s 


-40'i-> 


IS 










oggacgc: :c 


gagga tatgg 


aag- t 


raagc 


agccagagac 


a :a tatcaag 


gtgga 


gtaca 


atatggacga 


ggtagatgaa 






agaaaaacaa 


gtcagatgag 


gaaac 


a a :.c: 


g:gacaag:: 


ggaaaagacc 


gac-.v; 


:aaca 


aca::cta:c 


gt acgaggag 



cccgagg 


:ac 


acaagtat ta 


caaggatcaa h 1 ) 


1 1 tagtg 


:ga 


cag tagagga 


cacagtgggt 22 0 


aagtttt 


ata 


gagagacact 


atgcaagtac 280 


aacaatc 


gaa 


ag tgt ac tga 


attggagttt 240 


at tgaag 


:ac 


gacaaccgt t 


tttgtctatg 3 00 


t tgtc 






3 "* C ' 



<2 1:'> 1 :« 

<2i;.> .3;- 6 

<;::;■- dm a 

< 1 I 3 : ■* C a :id i da a L o icans 

-400- 10 



aga 


; a t a 


.gat 


aatgtattaa 


a 1 1 1 aga aga 


agatcaa tat 


gaat taggat 


t taaagaagg 0 0 


tea, 


lata 


'.-a a 


ggaacaaa a g 


atcaatattt 


agaaggaaaa 


gaatatggtt 


a t c a a a c t g g 2 2 0 


a 1 1 


.caa 


?.qa 


tt~ t^aatca 


t tggt t a ta t 


tcaagaa tta 


atgaaat t tt 


ggttatccca ''..SO 




igat 


raa 


tataataact 


cttcttcact 


teggaatoat 


t tgaataatt 


tggaagatat 2 4 0 


t .a t 1 


ggca 


:\aa 


atttctataa 


cgaa t ggaga 


taaagaagtt 


gaagat tatg 


aaaaaaatat 3 ' 1 0 


taa. 


taag 


gca 


agaaataa at 


t a agag 






3 2 6 



< j 1 ' l > 2 0 
-Oil- 3~4 

<ji:;> d::a 

< 2 Cane i da albicans 



<4 0'J- 2 0 



c .: t :aaa: t 


g 


atttccatgc 


t a c t a a g a a t 


t z t taagaca 


ttatttggtg 


atgataatgg 


•)■■) 


agaat tt a a 




ttaagtgaaa 


t agecgae t t 


aat 1 1 tacga 


gaaaattccg 


tggggacatc 




a a t taaaac 




gaaggaatgg 


aaagtgatcc 


atttgeaatt 


t taag tgtaa 


ttaatttaac 


3 o 


t aat aat 1 1 


a 


aatgtggccg 


t gat taaaca 


attgattgaa 


tatattt taa 


ataaaaccaa 


2 4 0 


ate taaaac 




gaat t caa t a 


t tat tttgaa 


aaaat tgtta 


accaat caga 


acgatactac 


3 0 0 


t a gaga t ag 


g 


aaatttaaaa 


ctgga t taat 


aat tagtgaa 


agat t ta taa 


atatgecagt 


3 6 0 


- g <^ ^ ■ o - -9 ^ - 




?cac 










3 7 4 



.0> 



_oa s-E 



-a or a or c or t 



ct n a *l. c t c.T q a a a t t c a t t t 



< :r:'> 



: :: i : 



'"andida a.l! 



ircaaatcica aactc:c:ct aattaaaac 



< anoioa aicicans 



at :ca ta*\ 1 t ggtgactcag agcgtctcaa ctatattg 



:io> 
: 1 1 > 



Candida albicans 



0 0 - 



aat : -aa: acaggrtggt: ctaaatcrgg etc 



1 1: • X ;a 



ii:.^aa a . 



aic:';:,^a:a taacratttag cttraaaggc ga 



< 2 1 0 ; 



< 4 o o > : 

g :rr (.' 1 1 *. *.. t c ccatcagctg cc tccgtta: eg 



<ji::> ::'iiA 

<■ .'; 1 ?. > ''."cindida albicans 



a:tcccicac cggacgcttc 



20 



<210> 28 
<212> 20 
<212> DNA 

<21"<> Candida albicans 
<400> J 8 

gacctac ".i.:ct cgtacgacag 



: 1 0 > 
:i :> 
: 1 2 > 



I'M A 

7andi da albicans 



<4 0 0> 2'2 

agataargta ctaaatttag 



: :: l :j > .*:■■> 

: j i : > : o 
:.:i.:> d:ia 

:213> -"and ida albicans 

:-;oi> .so 

: *:. c *". *: a a 1 1 1 atrtcrt a cc 



1 > 2 0 
.2> D\ T A 

. 3> Candida albicans 



( * c z. c a a a z. z. c? at. cr.cca" q ■ 



: 2 1 0 :■ 



2> CNA 

. 3 > Candida albica n s 



20 



<:4 0 0> 3 2 

gtggaatcac tt. caactggc 



20 



